STUDYING THE EVOLUTION OF CRISPR-CAS SYSTEMS USING SUPERDTL RECONCILIATION
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SYNTENIES AND SEGMENTAL EVENTS SYNTENY EVOLUTION MODEL SCENARIO FOR CLASS-1 CAS SYNTENIES
 Syntenies are groups of genes evolving jointly through segmental events « Syntenies are modelled as sets of genes, i.e., gene order is ignored o Event costs: Duplication € {1, ..., 3}, Transfer € {1, ..., 4}, Loss
_._-_I_ o ;eg:lpen;a/ « Undergo unary (content-changing) and binary (copy-creating) events » Representative of the 32 solutions for Duplication € {1, ..., 2.5}, Transfer 4
plication (with non-significant variations) is depicted below
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SUPERDTL ALGORITHM

Interference Degradation of targets, guided by crRNA

o Given synteny and species trees, computes a minimum-cost history S DR Ccobacter
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CAS SYNTENIES CLASSIFICATION Time complexity O(NM ), space complexity Q(NM) -
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o In line with current hypotheses for Class-1 Cas syntenies evolution [@]
« Consistent resolution of the multifurcations in the synteny tree

I ;l‘ I o Multiple losses seen in Type | may be due to unsampled lineages []
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https://github.com/UdeM-LBIT/superrec2/releases/tag/rcg2022

